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< - The beginning of the tag element in the 
DTD 
> - The end of the tag element in the DTD 
? - Zero or one in DTD 
+ - One or many in DTD 














DBMS - Database Management System 
DOM - Document Object Model 
DTD - Document Type Definitions 
EDF - Extensible Data Format 
FBB - Faculty Of Bioscience and 
Bioengineering 
PSSP - Protein Secondary Structure Prediction 
RDB - Relational Database 
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